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Research Support 

Ongoing Research Projects: 2 

S. 

No. 

Title of project Funding 

agency 

Sanctioned 

budget 

Project duration 

(Dates) 

Working 

as 

PI/Co-

PI/Co-I From to 

Principal Investigator: Prof. Praveen K. Verma 

1. Structure-guided identification 

and desgining of novel, 

potential anti-fungal agents 

against ArOYE6 to control the 

fungal disease in crops. 

DST-

SERB 

52,88,888 11th July 

2023 

July 2026 PI 

2. Divulge key secreted virulence 

effectors of wheat spot blotch 

fungal pathogen Bipolaris 

sorokiniana and identify their 

host targets for disease 

management in wheat. 

DST-

SERB 

50,57,888 29th July 

2021 

July 2024 PI 

 

Completed Research Projects: 

S. No. Title of project Sanctioned 
budget 

Duration 
(Dates) 

Date of 
actual 

completion 

Whether 
the project 
completed 

& 
completion 

report 
accepted 
by DBT 

From /To 

1. Challenge Programme on 
Chickpea Functional 
Genomics, under sub-
project, Understanding 
genetic and molecular 
basis of Ascochyta blight 
resistance in chickpea 
 

100.857 
lakh 

23rd 
November, 
2015 
5 years 
 

22nd Nov, 
2020 

Competed, 

Report 
sent. 

2. Identification and 
characterization of 
effectors from 
necrotrophic blight fungus 

58.612 
lakh 

20th June, 
2014 
3 years 6 
months 
 

20th Dec, 
2017 

Competed, 

Report 
sent. 



Ascochyta rabiei and their 
targets from the chickpea. 
 
 

 

3 Towards identification, 
isolation and 
characterization of 
Exobasidium vexens and 
their pathogenic 
determinants/effectors 
from blister blight infested 
tea plantation of Assam 
and development of a 
future roadmap for 
effective management 
practices 
 

37.81 lakh 8th April, 
2015, 3 
years 
 

7th April, 
2018 

Competed, 

Report 
sent. 
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Genomics 
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chickpea response to 
Ascochyta infection and 
generation of 
ORFeome for target genes. 
 

39.9 lakh 22 
September, 
2009, five 
years 
 

21 
September, 
2014 

Competed, 

Report 
sent. 

5. Isolation and functional 
characterization of genes 
from necrotrophic 
chickpea-blight fungus 
Ascochyta rabiei which 
involved in pathogenesis 
during compatible 
interactions 
 

31.13 lakh 14th July 
2008 
4 years 
 

13th July, 
2012 

Competed, 

Report 
sent. 

 

 

 

 

 
 


